! 2! 1( Introduction(( ( Target!enrichment!of!conserved!and!ultraconserved!elements!(hereafter!"conserved! loci")!allows!universal!phylogenomic!analyses!of!nonUmodel!organisms! (Faircloth!et!al.!2012; ! Faircloth!et!al.!2013; !Faircloth!et!al.!2015) !at!multiple!time!scales! (Faircloth!et!al.!2012; .!!The!strength!of!the!approach!derives!from!its!ability!to!collect!sequence!data!from! thousands!of!loci!across!hundreds!of!species,!permitting!phylogenetic!comparisons!across!deep! phylogenetic!breaks!such!as!organismal!Classes!(>!200U300!Ma)!and!shallower!evolutionary! divergences!such!as!populations!(<!0.5!-!5!Ma 
